In the title compound, C 20 H 19 FN 4 O 4 S, the pyrazole and benzenesulfonamide rings are coplanar [dihedral angle = 5.02 (15) ] but this planarity does not extend over the entire molecule, the dihedral angle between the terminal sixmembered rings being 33.24 (14) . Intramolecular hydroxyhydroxy O-HÁ Á ÁO and amine-hydroxy N-HÁ Á ÁO hydrogen bonds, as a well as a tight C-HÁ Á ÁO(carbonyl) interaction, lead to a sequence of three fused S(6) rings. Supramolecular chains along the a axis feature in the crystal packing; these chains are stabilized by amine-sulfonamide N-HÁ Á ÁO and amine-pyrazole N-HÁ Á ÁN hydrogen bonds. Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010). supplementary materials Acta Cryst. (2012) . E68, o762-o763 [doi:10.1107/S1600536812006502] 
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Comment
In connection with a recent structural studies (Asiri, Al-Youbi, Alamry et al., 2011; Asiri, Al-Youbi, Faidallah et al., 2011) , the title compound, 4-{4-[3-(4-fluoroanilino)-1-hydroxybut-2-enylidene]-3-methyl-5-oxo-4,5-dihydro-1Hpyrazol-1-yl}benzenesulfonamide (I), was prepared as a part of on-going investigations of reactions between pyrazoles and aniline derivatives based on literature procedures (Gelin et al., 1983; Bendaas et al., 1999) .
In (I), Fig. 1 , the pyrazolyl and benzenesulfonamide rings are co-planar as seen in dihedral angle of 5.02 (15)°. The planarity extends to the rest of the molecule with the exception of the terminal benzene ring; the dihedral angle between the terminal six-membered rings being 33.24 (14)°. The observed planarity is accounted for by the presence of intramolecular O-H···O and N-H···O hydrogen bonds involving the central hydroxyl-O2 atom functioning as both an acceptor and as a donor, Table 1 . These interactions are complemented by a tight C-H···O1 interaction, Table 1 . The intramolecular interactions lead to a sequence of three fused S(6) rings.
The molecules are connected into a supramolecular chain along the a axis in the crystal packing, Fig. 2 and Table 1. Both amide-H atoms form hydrogen bonds, one to a sulfonamide-O3 atom and the other to a pyrazolyl-N2 atom.
Centrosymmetrically related molecules associate via an eight-membered {···HNSO} 2 synthon. These are linked to translationally related molecules via N-H···N hydrogen bonds which lead to the formation of 22-membered {···HNH···OSC 4 N 2 } 2 synthons which encompass two of the aforementioned N-H···O hydrogen bonds.
Experimental
A solution of 4-acetoacetyl-5-hydroxy-3-methyl-1-p-sulfamylphenypyrazole (1.7 g, 0.005 mol) and 4-fluoroaniline (0.55 g, 0.005 mol) in ethanol (25 ml) was refluxed for 2 h. The precipitate, obtained from the hot solution, was collected, washed with methanol and recrystallized from ethanol-benzene to yield yellow crystals; M.pt: 411-412 K.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95 to 0.98 Å, U iso (H) = 1.2 to 1.5U eq (C)] and were included in the refinement in the riding model approximation. The N-H and O-H-atoms were located in a difference Fourier map, and were refined with distance restraints of N-H = 0.88±0.01 and O-H = 0.84±0.01 Å, respectively; their U iso values were refined.
Computing details
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO (Agilent, 2011); data reduction: CrysAlis PRO (Agilent, 2011); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, supplementary materials sup-2 Acta Cryst. (2012) . E68, o762-o763 2006); software used to prepare material for publication: publCIF (Westrip, 2010).
Figure 1
The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. 
Figure 2
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 1.14758 (9) 0.18251 (7) 0.13099 (5) (3) 
